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CURRENT STATE OF THE ART

Alzheimer’s Disease (AD)

Progressive neurodegenerative disorder
• Cognitive impairment
• Behavioural disorders
• Memory loss
• Attention deficit
• Abstract reasoning loss…

Problem
Complex and subjective diagnosis
• Medical history
• Physical exam and diagnostic tests
• Mental status and mood testing
• Neurological exams

Definite AD diagnosis

Objective
Simplify and improve AD diagnosis mainly 

at the early stages

METHODS

Brain activity EEG recording

Genetics Genome sequencing

Disease main risk factors
• Age (rises exponentially)
• Genetics
• Environment and habits
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